† Either t-test or chi-square was used to make comparisons between the male and female of CVDFACTS cohort study with a significance level set at p = 0.05. Figure 1 . Multidimensional scaling (MDS) analysis plot. The MDS plot shows the first two principal components, estimated by PLINK, based on genotype data from 509,174 SNPs. No population stratification for YOH cases in the first stage was detected (Identify-by-state groupdifference empirical p value = 0.99715 for T4: Case/case more similar). Figure 2 . Q-Q plot of genome-wide QTL mapping for adiponectin levels. Q-Q plots are shown for the GLM for associating adiponectin levels with genotype data, making adjustments for gender, age, BMI and smoking status in the first-stage. The light blue area represents the upper and lower boundaries of the 95% confidence interval. The observed genomic control inflation factor(λ GC ) was 0.9962.
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